Rickettsia parkeri is classified as a member of the alphaproteobacterial microorganisms, genus Rickettsia. Here, we report the complete genome sequence of Rickettsia parkeri strain Atlantic Rainforest, which was isolated from an Amblyomma ovale tick collected in the municipality of Necoclí, Colombia.
were obtained. Adapter sequences and low-quality base calls were removed with Trimmomatic version 0.22 using the following parameters: LEADING, 35; TRAILING, 35; SLIDINGWINDOW, 5:35; and MINLEN, 35 (7) . For the Nanopore MinION run, 1 g of input genomic DNA was sheared using a Covaris g-Tube (2 ϫ 1 min at 1,500 relative centrifugal force [RCF]) to obtain DNA fragments of ϳ8 kbp in length. DNA fragments were then prepared using Oxford Nanopore Technologies sequencing by ligation kit with native barcoding (SQK-LSK108 and NDB103) according to the manufacturer's standard protocols. DNA libraries were loaded onto R9.4 FLO-MIN106 flow cells, and 1D sequencing was performed for a total of ϳ24 h using the MinKNOW controller software until the data yield reduced substantially. Output FAST5 read data were demultiplexed and base called using Albacore version 2.1.10 with default settings, yielding 739,829 reads passing the filter. We used the MaSuRCa program version 3.2.4 and default parameters to assemble the genome with the combined Illumina and MinION reads. After assembly, both sets of reads were mapped to the new reference and used to correct 6 indels and 7 mismatches that were present in the MaSuRCA-assembled genome (8) .
We used the Mauve program (multiple-genome alignment) to compare the genome with the genome of the type strain R. parkeri Portsmouth (9) (Fig. 1) . In the whole genome, we identified several insertions, deletions, and inversion zones in comparison to the genome of the R. parkeri Portsmouth strain, including bacterial conjugation genes that included traC-like, traB-like, traU-like, and traN-like genes. The sequence has 1,348,030 bp, which is 47,644 bp longer than the R. parkeri Portsmouth strain genome.
Data availability. The genome sequence of Rickettsia parkeri strain Atlantic Rainforest, isolated from a Colombian tick, has been deposited in GenBank under the accession number CP040325. The accession numbers for the raw MinION and Illumina reads are SRX6651593 and SRX6651594, respectively.
